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Gene X

Train on protein-coding genes

Predict properties of protein-
coding genes or lncRNAs



Application Examples

• Trained ~5,000 classifiers to predict diverse gene properties

• Transferred knowledge from protein-coding genes to lncRNAs, made 

62.5 million biological property predictions for 13,030 lncRNAs.

• Analyzed human-mouse gene similarity using 777K bulk RNA-seq 

samples



Word embeddings:
King - Man + Woman = Queen

Gene embeddings:
APOE - APP + BRCA1 = ?

https://generain-vec.streamlit.app/Try out our web app!

https://generain-vec.streamlit.app/

